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emap emage gene expression database

Simple search capabilities

- Search EMAGE by nama of anatomical structure O i : =

| SEARCH | oo

Advanced Search capabilities

= Search EMAGE by spatial region

= Search by Gana to show regions of exprassion

= Search by name of anatomical structure

= Search by Gena to list names of exprassing fissues

- Browse all EMAGE data (Sort by Gene or Theiler Stage)
= Make local databasas for in-lab data managemant

FREVIEW J INSTALL J Oneca installad: START |

Web page contact: genexweb@hgu.mre.ac.uk Last meodified: 0B/03/2005
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Data Mapping

®* Text
® Manual delineation
® Warping
® Radial-basis functions
Piece-wise linear for efficiency
Triangular/Tetrahedral mesh

[

[

® Manual correspondences | -

® Automatic pre-pass nteractive
o Iterated Closest Point response
o Global-local iterated mapping

¢ 3D - manual tie-points
" Piece-wise mapping
® Constrained warping

R A Baldock Datamining Workshop 11, NeSC. 14/12/5 14



Data Mapping - manual

Medical

Research

MRC Council

Human Genetics Unit

warp2DlinteractDialog_popup

mag| ot ip| >o<| | mesh| & ¥

P T L ——

delete_last

| delete all | dismiss

R A Baldock

Datamining Workshop Il, NeSC.

14/12/5

15



Data Mapping - Manual

Medical

Research

MRC Council

Human Genetics Unit

~ g o ) 50 W mes A ¥

warp2DinteractDialog_popup

nag rl g suc| W e A

DA AT AN AT Sy

A
"47%1‘_\_‘__\ LK

Wi
gv

mag| ro] ip| >oc | mesh| A ¥ [ [

‘ delete_last

delete_all

R A Baldock

Datamining Workshop Il, NeSC.

14/12/5

16



Data Mapping - Manual

R A Baldock

2D warp
— Section: | filled 30 view _| view direction

input dialog: (.00, 0.00)

o] ma] w4 ¥

{368,306, 0) 1071 greys
ho anatomd

Medical

Research
MRC Council

Human Genetics Unit

g |5l |2
FE[EE

I
[ - Cantrale ] ‘
[—Signal processing controlz
—| ® 1D warp input controls 2 - -
| Hormalise | Histogram equalise | Shade correction
Mesh rafion method: gradient nterpalation function: Hiquadric -
lesh generation method: gr — | Interpolation function: multiquadric | Gaues emosthing  gauos wiat: | g i
Mesh min distance: | | 2d -
| Threshold low val: | (o1
Mesh max distance: 4
| Threshold high val: \ i : 105
Source [ 1 ’ Import | Map the data | Undo mapped data | Ingtall mapped data |
Save section Diemiss | faphen Help |

Datamining Workshop Il, NeSC.

14/12/5 17



Medical

Research

Data Query and Analysis MRC | counci

Statistics &
Clustering

R A Baldock

Human Genetics Unit

SHE DD OO D DD 20 D0 DD 3D 30D BD D8 OB DB 0O 9B 88
S 88 DO 5 90 2 P8 e DD O DD 28 HB D S V8 PO V2 I8 OF
AP OB DL DDV DD 0D 0P DB D2 D D BD 20 DO #5580 BT
S0 8000 D0 D2 0008 89 6 8D D0 D0 8P 80 R 0P AD 58 3D B
DD GEDIDHD OO OHDODIDODIDDAIO OD 83D pp DD D 38
0 30 O VO DDDHOBOLSODOHHBD /DD DD DD 2B 5D 88 B8
$H9 80 90 2P 58 DD SO DBDH LS DB SP 2O DD 5890 DB DB T
aaaaaeaaaa aa anaeaaaaaaebﬁa 1] }esaas 29 Do DY

eBie B aloB
ederohon
PRI Y
- |

LALA 4

opor ri@eedsy e
Pesghervocew
PO e PlePene o
Poleee s vt eoelse
Pol®

PO o OO e @

LR

5_”“‘HQHEE;”“:'@saaacgeaeesar.&s Jssaao 98 5o p9 6 Be 98 3D HL oY

& GEGE GE 3D 835 300588 6b R DD A 2D 68 3P 89 BIHD LD 32 P2V DESB SD 300069
20 30 9D GC 46 85 60 9D S 95 88 DD 83 58 G695 20 WP SRR IP S 3L VEDP DD P 082 LB DO O DBEIDLL SN B B

[

(3
(]
®
®
@
&
’UF

e T e T R \[cMlahon data
) e I 6 & ¢ (6% 66 (% [ O Gl OO I G 00 B[ 90 05 02 99 ¢ d
mm:mmamwzmw;mwwwmumu ST - 1356 TFs, 1800 images
ae.@u@&esb i 88 Q6 G 3 3l 6B 8L 65 38 D 00 80 ¢

G6 66 G- 66 66 8B G 58 46 8B G566 66 D5 G 50 98 66 G650 98 0H 58 06 | [T 115 de, T816'19
DOEEE6 80 DO DD OO DD HDI D DD 3D ad VO 8D DB B8 JD op LD O® pp OB ¢

DOOD 00 DD DD 96 0D VD DD VD DH D 8D 2D DL DB BD DD D HAG 0D 20 P DB 8 WhOIemount

DODDDD S2DVOE DOHR D DDOB 28 HP 3 VR VDD D ID £R DL OD DO 20 ; Y 168 text annotated

D8 2086 80 DO DD DS 200D DO 08 00 D3R 9o o0 D GG 2D D S0 DY DB

Datamining Workshop 11, NeSC. 14/12/5 18



Data Submission

EMAGE

R A Baldock Datamining Workshop 11, NeSC.

MRC

Medical

Research

Council

Human Genetics Unit

14/12/5

19



Medical

Research

Data Submission MRC | council

Human Genetics Unit

oo

Submit

R A Baldock Datamining Workshop 11, NeSC. 14/12/5 20



Data Submission

R A Baldock

Submit

Datamining Workshop Il, NeSC.

MRC

Medical

Research

Council

Human Genetics Unit

14/12/5

21



Medical

Research

Summary Gene-Expression Activity MRC | counei

Human Genetics Unit

TS17_2 WM _left.wiz moderate

weak possible
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Data Query and Analysis

Image Comparison

Non-linear mapping and
spatial pattern comparison
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Data Query and Analysis

Image Comparison

Non-linear mapping and
spatial pattern comparison
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S(dy A Y
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Similarity Score - Robustness Against
Perturbation
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Data Analysis - Clustering

® Compare each pattern with each other

® Use standard genomic style clustering
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Java TreeView : [Users/richard/tmp/wholemount_data/ts17.2.combined/strong/interact_type_05.cdt

Wiew Status

Row: 31 (HoxCs )
Column: 9 0148a)
Walue: 2287736
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Data Analysis - Clustering
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Java TreeView : [Users/richard/tmp/wholemount_data/ts17.2.combined/strong/interact_type_05.cdt
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